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PIPC 16 S
CEZ >16 R
CTM >16 R
CPDX >4 R
CTX >32 R
CAZ >16 R
CFPM >16 R
FMOX >16 R
AZT <=0.5 S
[PM 2 |
MEPM 4 R
AMK 4 S
GM 1 S
MINO 4 S
LVFX >4 R
FOM <=32 S
ST >7 R
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PIPC 24 S
CEZ 0 R
CTM 12 R
CPDX 0 R
CTX
CAZ 12 R
CFPM 19 S
FMOX
AZT
IPM 24 S
MEPM 19 R
AMK
GM
MINO 14 |
LVEFX 0 R
FOM 20 S
ST 0 R
CTRX 14 R

g% 4 (BR) F 2 —7 v ERRRFFTATREAS AL

AR 9-1

HiEH Salmonel laSp (MEHE:0-9)

{5 FAH4% 35 ¥4 70XF v >Walk Awey 96S | <A 7 A XF v >Walk Awey 96Plus

BRADEMZREL v % —

A TIE SalmonellaSp & MBR TORETT, BLDBRESIEIEI A ->TULWEHA,

Ak 9-2
HiE4 Escherichia coli AFIMEAMpPp C Bo7 7 &~—tELE, CREDAIREEUEH Y,
{F P35 ~A4 7 0XF v >Walk Awey 96S | ¥4 7 B8 XF ¥ > Walk Awey 96Plus

a—F No. (1) L

EE% 4 KRS CIS NS

Ak 9-1

iR Salmonella spp.

{FFEtse  MALDI Biotyper Compass

Ak 9-2

EiE% Escherichia col
*CREZEWH V)

{5 e MALDI Biotyper Compass

3— K No.

wERBRE ol (BRIMOBERTHE)

jicEEa /XY TIRRER T R

e 9-1

HiE% Salmonella species (09)
RS VITEK-MS

e 9-2

EspEe Escherichia coli
FA#Es  VITEK-MS

J— F No.

HERERE > HR—ZTFT X b

EERERE RS Amp C/ESBLERIT 4 X7, AINNRI<Y—XER|T 4 X7

MASHCIS AHFHFEAT

wwm | T

PIPC 64 |
CEZ >16 R
CTM >16 R
CPDX >4 R
CTX >2 R
CAZ >16 R
CFPM >16 R
FMOX > 32 R
AZT = S
IPM 2 |
MEPM 8 R
AMK =4 S
GM

MINO 8 |
LVFX >4 R
FOM = S
ST > R
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MPIPC > 2 R
CEZ >16 R
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FOM =4 S
MINO =2 S
EM >4 R
ABK 2 S
VCM 2 S
TEIC =1 S
LZD 4 S
ST =1 S
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PIPC =8 S
CEZ >4 R
CTM >4 R
CPDX >4 R
CTX 32 R
CAZ >16 R
CFPM = S
FMOX >16 R
AZT = S
IPM 0.5 S
MEPM 1 S
AMK =8 S
GM =2 S
MINO 8 [
LVFX >4 R
FOM =32 S
ST > 40 R
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MPIPC >4 R
CEZ 2 R
FMOX 2 R
FOM =32 S
MINO = S
EM >4 R
ABK 0.5 S
VCM 1 S
TEIC =0.5 S
LZD 2 S
ST =10 S
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PIPC 64 |
CEZ >16 R
CTM >16 R
CPDX 6 R
CTX >2 R
CAZ >8 R
CFPM >16 R
FMOX >32 R
AZT =4 S
IPM |
MEPM >2 R
AMK 8 S
GM =2 S
MINO 8 S
LVFX >4 R
FOM =4 S
ST >2 R
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MPIPC >2 R
CEZ >16 R
FMOX =4 R
FOM =4 S
MINO =2 S
EM >4 R
ABK =1 S
VCM 1 S
TEIC =2 S
LZD 4 S
ST =1 S
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PIPC =16 S
CEZ >16 R
CTM >16 R
CPDX >8 R
CTX > 64 R
CAZ > 064 R
CFPM 16 |
FMOX >16 R
AZT =1 S
IPM 2 |
MEPM 4 R
AMK =16 S
GM =4 S
MINO =1 S
LVFX >4 R
FOM =64 S
ST > R
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MPIPC [>2 R
CEZ =8 R
FMOX [=8 R
FOM =64 S
MINO =4 S
EM R
ABK =4 S
VCM =0.5 S
TEIC =8 S
LZD =2 S
ST =2 S
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